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Fig. 1. Phylogenetic relationships in Cucurbitaceae determined by Bayesian inference from chloroplast spacer sequences (trnL-F e-f; 529 bp). The analysis used
the GTR model, with four Monte Carlo Markov Chains run for 100 000 generations, using a random tree as a starting point. Trees were sampled every 10th
generation, the first 4000 discarded as burnin, and the remaining 6000 used to construct this consensus with the posterior probabilities shown on the branches.






